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Notes on the use of the index 


The index of Archives of Microbiology covers Volumes 151-160 (1989-1993) and is 
presented in two sections. 

Section | contains a strictly alphabetical author index. Next to each author’s name 
are listed the volume numbers of all the papers in which they are involved either as senior 
author or coauthor. Numbers in boldface type refer to volumes; numbers in normal type 
refer to pages. The year of publication is indicated in parentheses. 

Section 2 contains the subject index. Topics are cross-referenced and the volume 
numbers of papers concerned with the various topics are listed under appropriate 
headings. Numbers in boldface type refer to volumes; numbers in normal type refer to 
pages. 
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